Background: FOLFOX (5-FU, Oxaliplatin and Leucovorin) is the most effective treatment for CRC patients in adjuvant setting. However, the toxicity can lead to reduction, delay or discontinuation of treatment. DPD is the key enzyme involved in 5-FU catabolism and 5-FU-DR is a phenotypic parameter, reflecting the entire metabolism of 5-FU. We investigated the association between 5-FU-DR and genetic polymorphisms of TSER, DPYD, MTHFR and with toxicity in CRC patients treated with adjuvant FOLFOX. Methods: We collected 126 blood samples before starting treatment. 5-FU-DR was determined by measuring the decrease of a fixed amount of 5-FU added to a solution of
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